was estimated as 1.5-3 mol impurities per mol GroEL 14 with large sample to sample variability before the final clean-up (red curve) and 0.04-0.06 mol impurities per mol GroEL 14 after the final clean-up (blue curve). lane 3: reassembly of GroEL before site specific spin-labeling. Reassembly was achieved by the addition of (NH 4 ) 2 SO 4 and ATP and results in higher mass species, probably due to cross-linking of different GroEL molecules by the free cysteines. M is the molecular weight standard with masses indicated in kDa. The band at 720 kDa depicts the GroEL 14 (indicated by the arrow) and the band at around 50 kDa is the monomer.
